ABSTRACT Lecanicillium sp. isolate LEC01 is adapted to grow in the presence of jet fuel, employing genes involved in the degradation of alkanes and aromatic hydrocarbons. The draft genome is estimated at 31,407,988 bp and has 9,737 proteins, 50.0% GϩC content, and high similarity to Lecanicillium sp. strain CCF 5233.
BLASTP version 2.8.1 (11) searches against the UniProt database, Amorphotheca resinae reference (accession number MADK00000000), and Aspergillus fumigatus reference (accession number AAHF00000000) using an E value of 1e Ϫ5 identified 77.7%, 77.1%, and 77.5% of the LEC01 proteins, respectively. A local BLASTP search against the Transporter Classification Database (TCDB; http://www.tcdb.org/) resulted in 1,793 different transporters, including those of the major facilitator superfamily (MSF) and ATP-binding cassette (ABC), with possible involvement in the extrusion of toxic compounds. Resistant-nodulation-division (RND) efflux pump, MSF, and ABC transporters may contribute to microbial adaptation to fuel (12) (13) (14) (15) .
KEGG database and BLASTP searches identified important proteins involved in hydrocarbon degradation and insect infectivity. Chitinase, chitosanase, cutinase, hydrolase, and lipase are examples of proteins in LEC01 that may contribute to insect host infection. The ability of LEC01 to thrive in hydrocarbon fuels is supported by the identification of proteins involved in the biodegradation of n-alkanes and aromatics, including cytochrome P450 alkane hydroxylase, cytochrome P450 benzoate 4-monooxygenase, salicylate hydroxylase, dioxygenases, succinate dehydrogenase, and catechol 1,2-dioxygenase. This genome will help in elucidating the mechanisms underlying fungal adaptation to hydrocarbons.
Data availability. This whole-genome shotgun project was deposited at DDBJ/ENA/ GenBank under the accession number NIWZ00000000. Raw sequences were deposited in the NCBI SRA database under accession number SRP159109.
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